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Influence of minimum score on signal peptide recognition 
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Plasmid name: pED6dpc2 
Plasmid size: 5347 bp 

Comments/References: pED6dpc2 is derived from pED6dpc1 by insertion of a 
new polylinker to facilitate cDNA cloning. SST cDNAs are cloned between 
EcoRI and Not1. pED vectors are described in Kaufman et al. (1991), NAR 
19:4485-4490. 
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Description of Transcription Factor Binding Sites present on promoters 
isolated from SignalTag sequences 



Promoter sequence P13H2 (546 bp): 
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Promoter sequence P15B4 (861 bp) : 
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Promoter sequence P29B6 (555 bp) : 
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97.8% identity in 92 aa overlap 

10 20 30 40 50 60 

SEQ ID NO: 12 0 MASLGHILVFCVGLLTMAKAESPKSHVPFTYVYQSh QXGGhVIAGIljFIhGlhlVljS RRC 



SEQ ID NO: 18 0 MAP.LHHXLVFCVGL.LTiyiAiCAESPKEHDPFTYDYQSLQIGGLVIAGIL FILGILIVLS RRC 

10 20 30 40 50 60 

70 80 90 

SEQ ID NO: 12 0 RCKFNQQQRTGEPDEEEGTFRS S IRRLSTRRR 



SEQ ID NO: 180 RCKFNQQQRTGEPDEEEGTFRS S IRRLSTRRR 

70 80 90 
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98.6% identity in 210 aa overlap 

10 20 30 

SEQ ID MO: 121 MLTLLGLSLILAGLIVGGACIYKHFMPKST 



SEQ ID NO: 181 LLSRTVRTQ I LTGKELRVATQEKEGS SGRCMLTLLGLS FI LAGL I VGGAC I YKYFMPKST 

30 40 50 60 70 80 

40 50 60 70 80 90 

SEQ ID NO: 121 IYRGEMCFFDSEDPANSLRGGEPNFLPVTEEADIREDDNIAIIDVPVPSFSDSDPAAIIH 

SEQ ID NO: 181 IYRGEMCFFDSEDPANSLRGGEPNFLPVTEEADIREDDNIAI IDVPVPSFSDSDPAAIIH 

90 100 110 120 130 140 

100 110 120 130 140 150 

SEQ ID NO: 121 DFEKGMTAYLDLLLGNCYLMPLNTSIVMPPENLVELFGKLASGRYLPQTYWREDLVAVE 



SEQ ID NO: 181 DFEKGMTAYLDLLLGNCYLMPLNTS IVMPPKNLVELFGKLASGRYLPQTYWREDLVAVE 

150 160 170 180 190 200 

160 170 180 190 200 210 

SEQ ID NO: 121 EIRDVSNLGIFIYQLCNNRKSFRLRRRDLLLGFNKRAIDKCWKIRHFPNEFIVETKICQE 



SEQ ID NO: 181 E I RDVSNLG I F I YQLCNNRKS FRLRRRDLLLGFNKRAIDKCWKIRHFPNEF I VETKI CQE 

210 220 230 240 250 260 
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83.4% identity in 211 aa overlap 

10 20 30 

SEQ ID NO: 12 8 LWWFWLLWTVLILFSCCCAFRHRRAKLRLQ 



SEQ ID NO: 182 ELCPGVNTQPYLCETGHCCGETGCCTYYYELWWFWLLWTVLILFSCCCAFRHRRAKLRLQ 

70 80 90 100 110 120 

40 50 60 70 80 90 

SEQ ID NO: 12 8 QQQRQREINLLAYHGACHGAGPFPTGSLLDLRLLSTFKPPAYEDWHRPGTPPPPYTVAP 



SEQ 'ID NO : 182 QQQRQREINLLAYHGACHGAGP VPTGSLLDLRL LSAFKP PAYED WHHPGTPPPPYT VGP 

130 140 150 160 170 180 

100 110 120 130 140 150 

SEQ ID NO: 12 8 GRPLTASSEQTCCSSSSSCPAHFEGTNVEGVSSHQSAPPHQEGEPGAGVTPASTPPSCRY 



SEQ ID NO: 182 GYPWTTSSECTRCSSESSCSAHLEGTNVEGVSSQQSALPHQEGEPRAGLSPVHIPPSCRY 

190 200 210 220 230 240 

160 170 180 190 200 210 

SEQ ID NO: 12 8 RRLTGDSGIELCPCPASGEGEPVKEVRVSATLPDLEDYSPCALPPESVPQIFPMGLSSSE 



SEQ ID NO: 182 RRLTGDSGIELCPCPDSSEGEPLKEARASASQPDLEDHSPCALPPDSVSQVPPMGLASSC 

250 260 270 280 290 300 



SEQ ID NO: 12 8 GDIP 
SEQ ID NO: 182 GTSHK 
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